was upregulated when FLI1 was overexpressed, but was significantly decreased when FLI1 was knocked down.
Supplementary Figure 6:
The putative model of the FLI1-miR17-92 pathway in SCLC. The overexpressed FLI1 oncoprotein binds to a conserved ETS binding site in the miR-17-92 promoter and activates the transcription of the microRNA cluster in SCLC cells. Two major members of the cluster, miR-17-5p and miR-20a, regulate a large subset of key genes that promote proliferation and cell cycle progression in SCLC. By targeting the downstream Bim-S and P21, the oncogenic FLI1 regulates apoptosis, cell cycle, and finally the development of SCLC.
